M gene (Membrane)

Wuhan_nCoV2013-NC_045512.271-222
batSARSLike_CoVIXC21-MGT72934 1/1-222
SARS-NC_004718.371-221
batSARS-DQ022306.2/1-221

Conservation

Quality

Consensus

Oceupaney

Wuhan_nCoV2013-NC_045512.271-222
batSARSLike_CoVIXC21-MGT72934 1/1-222
SARS-NC_004718.371-221
batSARS-DQ022306.2/1-221

Conservation

Quality

Consensus

Oceupaney

1 MADSHET | TV LEKLL LV IGFLFLTWICLLEFAYA FLM | IWL I FLWLLWPVTLACFWVLAAV I ITGG Al AMACL WG LMWL FIASFRLF A (|
1Mlﬁ GTITV LEKLL LVYIGFLFLTWICLLAFAYA FLY | IKLIFLWLLWPVTLACFWVLAAY I ITGG | ATAMACLVG LMWL FIASFRLFA M
1 -MA GTITV LIECLL LY IGFLFLAWIMLLOFAYS FLY | IKLVFLWLLWPVTLACFWVLAAY I VTGG | Al AMAC | VG LMWL FVASFRLFA M
1 - MA GTITV LE2LL LVIGF IFLAWIMLLAFANS FLM | |ELVFLWLLWPVTLACFWVLAAWV I WVTGE | ATAMAC | VE LMWL FWVASFRLF A M

TP
| F'\'I LAUF

LAV

KL+ FLWLLWPVTLACFWVLAAVYRINWHTGG | Al AMAC

+VGLMWLEYF+ASFRLFARTRSEMWS

112 F

P ILLNVPLH&GTIL PLL LVIGAVILRGHLRI AGHHLGRCD | LP I TVA L LGA VAG GFAAYS | G L SES I ALLV
112 FNP ILLNVPLH&GTIL PLL LVIGAVILRGHLRI AGHHLGRCD | LP I TVA L LGA WVAG GFAAYS | G L S8 S I ALLW
111 FNP ILLNYPLRGTIW FPLM LYIGAVI IRGHLRMAGHSLGRCD | LP I TVA L L&A Ve T GFAAYHN | & L AGSN I AL LW
111 FNP ILLNYPLRGTIL FLM LYIGAVI IRGHLRMAGHSLGRCD | LP I TVA L LGA WG T GFAAYHN | G L GSN I ALLW

4
X i N | 11

i
) L Il T S L
FNPETNILLNVPL+GTILTRPL+ESELVIGAVI+RGHLR+AGH+LGRCDIKDLPKE | TVATSRTLSYYKLGASORYV++DSGFAAY+RYRIGNYKLNTDHS+S+DNIALLYVO

E gene (Envelope)

Wuhan_nCoV2019-NC_045612.271-75
batSARSLike_CoVIXGC21-MG772934.4/1-75
SARS-NC_004718 371-76
batSARS-DQ022305.2/1-76

Conservation
Quality
Consensus

Occupaney

ORF6

Wuhan_nCoV2019-NC_045612.2/1-61
batSARSLike_CoVIXC21-MGT772934.1/1-61
SARS-NC_004718 371-83
batSARS-DQ022305.2/1-63

Conservation
Quality
Consensus

Oceupancy

1M F GTL IV VLLFLAFVVFLLVTLAILTALRLCAYCCNIVNVELVEPSF YWY W L R-VPRLLWV
1M F GTL IV WVLLFLAFWVFLLWVTLAILTALRLCAYCCNIVNWVSLYEPSF YV W) L R-WPDBLLYW
1M Fv GTL IV VLLFLAFVVFLLVTLAILTALRLCAYCCNIVNVSLVEPTWVYWY i L EGVPDOLLW
1M F GTL IV VLLFLAFVVFLLVTLAILTALRLCAYCCNIVNVSELVEPTWVYWY | L EGVPDLLY

Iy | f

A

AL
RLRLLATUL

| v

(A}

A

Vbl b

MYSFYSEETGTL IVNSVLLFLAFWVVFLLYVTLAILTALRLCAYCCNIWVNYSLVKP++YVYSAVKNLNSS+GVPDLLY

1TMFHLV IAEITLLI 1M

FaQv FRVSI L I INLIT IENL S LT ENEK L PMEID - -
TMFHLYBF@WVTIAEILLIIM FRWVS I L I IENLITTENLSEPPTEN L PMEID - -
TMFHLVDFAVTIAEILIL L IM FRI A1 LBV | SSIVRCLFEPLTKE L PMELDYP
TMFHLVDFQWVTIAEILIL L IM FRWV AL LEIL I SsITVIRQLF P LT KEK L PMELDYP

L S L VEQ" S p K L
MFHLYDFQUT IAE L+ | IMRTF+W+ [WNLDY | |++|+++L+KPLT++NYS+LD+E+PME+DYP

Supplementary
Figure S2A

111
111
110
110

222
222
221
peieg]

78
75
76
76

81
&1
63
63



ORF7a

Wuhan_nCoV2019-NC_045512 271-121
batSARSLike_CoVIXC21-MGT72934.1/1-121
SARSNC Q04718.371-122
batSARS-D@022305.2/1-122

Conservation
Quality
Consensus

Oceupancy

Wuhan_nCoV2019-NC_045512.279-121
batSARSLike_CoVIXC21-MGT72934.4/1-121
SARS-NC_004718.3°1-122
batSARS-DQ022305.2/1-122

Conservation
Quality
Consensus

Oceupaney

ORF7b

Wuhan_nCoV2019-NC_045612.2/1-43
batSARSLike_CoVIXGC21-MG772934.1/1-43
SARS-NC_004718 371-44
batSARS-DQ022305.2/1-44

Conservation
Quality
Consensus

Occupaney

ORF10

Wuhan_nCoV2019-NC_045612.2/1-97
batSARSLike_CoVIXGC21-MG772934.1/1-97
SARS-NC_004718 371-98
batSARS-DQ022305.2/1-97

Conservation
Quality
Consensus

Oceupancy

1TMKEI ILFLALITLATCEL
TMKEI IFFLYLITLVTGEL
TMEI ILELTLIVE CEL
TMEIILFLTLIALATCEL

CVRG VLL PCS86G
CIKEG vLL PCZ86G
CVRG VLL PCPEG
CWVRG VLL PCPSG

G PFHPLA FALTCF
G PFHPLA FALTCF
G PFHPLA FALTCT
G PFHPLA FALTCS

OFAFACPRGY /| LRA VSPKELF | W - L
QFAFACPDG Y LRA VEPKLF - L
HFAFACADGT LRA VEPKLF | W Q L
HFAFACADG T LRA) VSPELF 1 Y L

PIFLIVAAIVF |
PWFLIVAAIVF |
PLFLIVAALVFL 111
PLFLIVAALVF |

U

111 fLerTL
111 ILBFTF
112 ILEFT I
112 ILBFTI

ILCFTIKRKTE

TMIELSLIDFYLCFLAFLLFLYL IMLIIFWFSLEL NETEHA -
1TMSEFSL IDFYLCFLAFLLFLVL IMLIIFWFSLEL N T.HA-
TMNELTL IDFYLCFLAFLLFLVLIMLIIFWFSLE! LEEFCTKWV
1TMNELTLIDFYLCFLAFLLFLYL I IMLLIFWFSLE! LEEPCHNKW

|0FYLO |
- b el ] bl

AT
MNEL+LIDFYLCFLAFLLFLWVL

1MPP-KISEMHPALRLVRBFQ 1QL AV IME NAVGR VGPKEVYP | IL.LE PLELNMA TLNESLEDEAFQL TP | AVOM LA LP FVVVTV

1MEBP-KTRYVHPALHLVDPR IQWT | A SAMYVH VOPKAYP | ILHLGSPLSLNMA TLRSLEGEVFQLTP | ALKM LA LP FVAVTV

1MBPNATHNWWVPPALHLYBFE 1QGLT I MEDAMGOG SADPEVYP | ILRLGSOLSL SMA NLDSLEARAFESTP | W0 M LA LP FUYVVTA

1MDP-EKVHNYYPPALHLYDFQ 1QMT | IME| DAV H AGPKEVYP | ILRLGSQLSL SMA NLDESLEARAFQSTR | VW KM LA LP FVVVTA
-776483 T 667 8 7 8 1] 8 7 4

= L /
MDPNETNWV+PALHLWDPQIQLTI

. u

A

s \ oL /
TRMEDA++HDOQNN++PK

H Q
VYPIILRLGS+LSL+MAR+

+L

DSLEA+AFQ+ TP I+WV+MTKLATTEELPDEFV

VVT+EK

Supplementary
Figure S2B

110
110

111

121
121
122
122

3 ]

o7
a7
a8
a7



ORF3a

Wuhan_nCoV2013-NC_045512 271-275
batSARSLike_CoVIXC21-MGT72934.1/1-275
SARSNC Q04718.371-274
batSARS-D@022305.2/1-273

Canservation
Quality
Consensus

Oceupancy

Wuhan_nCoV2019NC_045612.2/1-276
batSARSLike_CoVIXC21-MGT72934.1/1-275
SARS-NC_004718.31-274
batSARS-DQ022305.2/1-273

Conservation
Quality
Consensus

Oceupaney

Wuhan_nCoV2013-NC_045512.271-275

batSARSLike_CoVIXC21-MGT72934 1/1-275 2

SARS-NC_004718.371-274
batSARS-DQ022306.2/1-273

Conservation

Quality

Consensus

Ocrupancy

TMDLFMRIFTIGTYTLKOGEIKDATPSDFVRATAT IPIGASLPFGWL | VGVALLAVF A I 1 TLK| LALSKGVHFWVCNLLLLFWVTW LLLVAAGL APFL.L AL 111
TMDLFMRIFTLGTYSLFKEQGEIKDATPSDSIRATAT I IPIQATLPFGWLVVGVAILAVF A I 1 TLK| LALSKGVHFWVCNLLLLFLTWY LLLVAGGLEATFLFLYAL 111
TMDLFMRFFTLREITAQPYKIDNASPASTVHATAT IPLAQASLPFGWLY IGVAFLAVF A I IALN LALYKGFOQF ICNLLLLFWVTI LLLVAAGM RQFLIL AL 111
1TMBLFMSIFTLGAITRNPAKIENASPASTVHATAT I PLGATFPFGWL | WEVALLAWVFE Al MIALH LALYVEGVOLWVCNMLLLF VT LLLLAACMEACFE LM INMAL 111

&

MLE
11+

M2 WYFLAS INFVR I IMRLWL C [ PLL A FLC [+ CIP VISSIVITSGDG SPISEH 166 KWESG V| CWWL
M2 AYCLOTYNFVR I IMRFWLC [ PVL A FLC [+ CIP VISSIVITCGDG NP | SE 166G KWESG V| CWWL
112 INFLACINACRI IMRCWLC C PLL A FWi HN CIP WVIDT IMWTEGRG | SITP KL K| 166G DRHEEGW W
M INILRIVSFCRF IMRCWLC [ PLL Al FWi N CIP VMITD VY I TseREMNQP KL K| 166 DWHSGE W WA
7T 5 7 7 3 7 4 TB7 65675 666 7

Al A

223 {eVEHVEFF | 14D PE.U’ IHT IDGSScVVNPVMER | P VPL 275
23 MG VEHVITFF | IVDEPEEHVE IHT IDETSE VNP AMER | P VP L 275
223 TG | ENATFF I FNKELWKDP-PNVE IHT IDESSCYANPAMEP | P VPL 274
223 TG AEWATFF I¥sKLVKDY - BHvA I HT I DeSSevvNPAMBP | P V- 273
75 6597 -55 -
TGVE++TFF I YNK+V++PEEHVQIHT IDGSSGYVNPAM+P I¥YDEPTTTTSVRL

Supplementary
Figure S2C



S gene (Membrane)

e scovioa, stz 1173
csas 4 vrnee

‘ AR B
10 el b o Im Do e o W w1
e ol ) i i i 01 N W . eleesd] 10 |

gssse

CHLTSON 1LPT Y SRy THe
oesupaney 2 1

maamz.,;:zwm,, ﬁfﬁ ERENL-
[T e i e Sreiemin | il
EE L 0 TUE el ot Bl w0y Wnlials o onh I

S TR
A i 0 WL
U IR i) [ 11 LIl

r—

asaRS 02072308 241247

cunny

S
| bl an D] n
o e lm wl el I W1 B 1 a1l

DOF THCY I AWNTAS REHRKTKLKPS EROS B SUSTYEE NP Vo VG V0L RVVVLSF ELLNAPATYCOPRLET+LVK

]
290011208

e scoviotna, stz 1173
250G V11

-

oui

oot =

Gecupmmey  AUEEVLND|LSRLOKYEAEVD DAL ITORLOSLOTIVI0GL | RAAE | RASANLAATKUSECULOGSKAVDF COROYHLUS! PASAPROVVE LIV TTVPSAERNT T TAPA

Gueiny + ‘I
. | I | |

cunm

Occupancy  AKNLNETL|DLOELORYEGY | KWPWYVALOF I AGLIAIVMY T ILLCCMTSCCECLRO® CECOTCEKI DEDDSEPVLROUKLN YT



